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Frontier of Biology

as an Interdisciplinary Science

turn drives the frontier
technologies of other fields

commonly used.

Cellular phenomena such as development, immunity, and
cancer are intrinsically dynamics. Recent development of
bio-imaging technology enables
guantitatively observe these dynamics. This innovation in
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Fig. 2 Image analysis of
epidermal cells
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Fig. 4 Desynchronization of cells
induced by mid-night light

Theory for robust operation of a cell with noisy components

remains unknown. By comb
have theoretically clarified

intracellular reaction can
information-processing

engineering systems.

with that for stochastic chemical

to
information from very noisy signal. This theory
may also be employed to design noise-immune
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